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VeraSeq 2.0 High-Fidelity DNA Polymerase 
Frequently Asked Questions 

 

How is VeraSeq 2.0 High-Fidelity DNA Polymerase different from the standard recombinant Taq-B DNA Polymerase? 

VeraSeq 2.0 High-Fidelity DNA Polymerase has higher fidelity, speed and performance compared to Taq-B DNA 

Polymerase. VeraSeq 2.0 High-Fidelity DNA Polymerase has an error rate that is 50 times lower than Taq-B DNA 

Polymerase and can extend 1 kb of sequence per 15 seconds, drastically reducing cycling times. VeraSeq 2.0 High-

Fidelity DNA Polymerase produces blunt end products whereas Taq-B leaves a single-base 3’ overhang.  

 

How can I optimize Mg2+ conditions for a specific amplicon when using VeraSeq 2.0 High-Fidelity DNA Polymerase and 

the supplied reaction buffers? 

VeraSeq Buffer II and VeraSeq GC buffer result in a final concentration of 1.5 mM Mg2+ in the reaction. Therefore, final 

Mg2+ reaction concentration may be increased according to user preference with a concentrated solution containing 

Mg2+.  VeraSeq 2.0 High-Fidelity DNA Polymerase works under a broad range of Mg2+ concentrations (1.5 – 3.0 mM) but 

higher Mg2+ can compromise fidelity (1).      

 

When should I use 5X VeraSeq GC Buffer? 

VeraSeq GC Buffer is recommended for use with difficult or GC-rich amplicons. GC Buffer may also improve yield of 

some targets but compromises fidelity slightly. VeraSeq GC Buffer is also recommended for extended room temperature 

incubation of VeraSeq 2.0 High-Fidelity DNA polymerase with reaction components prior to PCR cycling.  

 

What is the amplification length limit of VeraSeq 2.0 High-Fidelity DNA Polymerase? 

VeraSeq 2.0 High-Fidelity DNA Polymerase has been demonstrated to amplify up to 5 kb of human genomic DNA and up 

to 8 kb for lambda DNA.   

 

What is the fidelity/error rate of VeraSeq 2.0 High-Fidelity DNA Polymerase? 

VeraSeq 2.0 High-Fidelity DNA Polymerase has an error rate of 4.0 x 10-7 in VeraSeq Buffer II and 4.6 x 10-7 in VeraSeq GC 

Buffer when measured using a LacI-based assay (2). 
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Why is VeraSeq 2.0 High-Fidelity DNA Polymerase sometimes cloudy upon removing from -20°C storage? 

VeraSeq 2.0 High-Fidelity DNA Polymerase solution may appear cloudy immediately upon removing from -20°C storage 

due the presence of a stabilizer in the storage buffer. 

 

How can yield for targets be increased when using VeraSeq 2.0 High-Fidelity DNA Polymerase? 

Increase the polymerase concentration to 2 U/50 µL for targets ≥ 1 kb. Use of a PCR enhancer containing Betaine, DTT, 

BSA and DMSO (3) may also be used to improve yield of complex targets. Increasing the extension time and/or the 

template concentration may also be helpful.  

 

Will VeraSeq 2.0 High-Fidelity DNA Polymerase incorporate dUTP? 

No. Please see VeraSeq ULtra DNA Polymerase (P7520). 

 

Do the DNA fragments generated by VeraSeq 2.0 High-Fidelity DNA Polymerase have a single-base 3´ overhang? 

No. VeraSeq 2.0 High-Fidelity DNA Polymerase generates blunt end products.  

 

Is VeraSeq 2.0 High-Fidelity DNA Polymerase available as a hot start enzyme?  

No. Currently VeraSeq 2.0 High-Fidelity DNA Polymerase is not available with a hot start function.  

 

How long can reaction components incubate with VeraSeq 2.0 High-Fidelity DNA Polymerase at room temperature 

prior to PCR cycling?  

Successful amplification with high specificity and yield has been achieved after incubating all components for 24 hours 

prior to PCR cycling. For maximum success, use VeraSeq GC Buffer.   

 

What denaturation temperature should be used in the cycling conditions? 

VeraSeq 2.0 High-Fidelity DNA Polymerase is highly thermostable and it is recommended that denaturation should be 

performed at 98oC. The initial denaturation time can be extended from 30 seconds up to 3 minutes for difficult 

templates. For subsequent denaturation cycles, 5-10 seconds at 98oC is sufficient for most targets.  

 

What annealing temperature should be used in the cycling conditions? 

Set the annealing temperature approximately 3oC higher than the lowest Tm primer for oligos greater than 20 

nucleotides. For oligos shorter than 20 nucleotides, set the annealing temperature equal to the Tm of the lowest Tm 

primer.  When the Tm of the primer pairs is ≥ 72oC, use two-step cycling conditions where the annealing and extension 

steps are combined. If DMSO is needed in the reaction, a reduction of the annealing temperature is often necessary.  
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What is the stability of VeraSeq 2.0 High-Fidelity DNA Polymerase at room temperature?  

VeraSeq 2.0 High-Fidelity DNA Polymerase retained greater than 80% activity after incubation in product storage buffer 

at room temperature for 45 days. 
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Legal Disclaimer:  
This product is licensed from Bio-Rad Laboratories, Inc., under U.S.  Pat. Nos. 6,627,424, 7,541,170, 7,560,260 and 
corresponding patents in other countries for use solely in DNA sequencing, DNA micro-array, and conventional PCR 
applications, including pre-amplification steps that are required for such applications, in the life science research fields 
but not real-time PCR or digital PCR. In-vitro diagnostics rights are available, please contact Enzymatics for more 
information.   


